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Proje Deneyimi

Basvuru notu: TUBITAK 2219 Yurt Disi Doktora Sonrasi Arastirma Burs Programi'na 2025 yilinda basvurulmus; proje bashgi: 'Hibrit
Perovskitlerde Es Zamanl Anahtarlanabilir Kiral-Polar Katyonlarin Kuantum-Kimya Tabanh Tasarimi'. Sekil yonliinden degerlendirmeye

alinmamistir.

Diger Akademik Faaliyetler

Editérliik: Journal of Drug Design and Medicinal Chemistry (Editér Kurulu Uyesi, Temmuz 2024 - devam ediyor)

Hakem Kayitlari

1. Novel Drug Design Approaches for the Inhibition of Zika Virus Capsid and Envelope Proteins with Flavonoid-Based Biochemical
Compounds.
PLOS ONE | 2023-12-08

2. Computer-aided aptamer selection for fabrication of electrochemical sensor to detect AFB1.
Journal of Biomolecular Structure and Dynamics | 2023-12-07

3. A Network Pharmacological Approach for the Identification of Potential Therapeutic Targets of Brahmi Nei - A Complex Traditional
Siddha Formulation.
Journal of Biomolecular Structure and Dynamics | 2023-12-11

4.  Guideline-Directed Medical Therapy induced nephrotoxicity in HFrEF patients: an insight into its mechanism.
Journal of Biomolecular Structure and Dynamics | 2023-12-10

5. Multitargeted docking-based MM/GBSA, QM-DFT, Interaction Fingerprints and Multiscale MD Simulation Delineated Mitoxantrone
2HCl's adroit activity against replication and maintenance proteins of cervical cancer.
Journal of Biomolecular Structure and Dynamics | 2023-10-28

6. Unraveling biological disparities in configurational isomers of pyrazolyl-dihydrofurans using in vitro, DFT and in silico approach.
Journal of Biomolecular Structure and Dynamics | 2024-01-17

7. Theoretical investigations of some isolated flavonoids from Calophyllum flavoramulum as potential antioxidant agents and
inhibitors of AGEs.
Journal of Biomolecular Structure and Dynamics | 2024-02-15

8. Mitoxantrone 2HCl's Adroit Activity Against Cervical Cancer Replication and Maintenance Proteins: A Multitargeted Approach.
Journal of Biomolecular Structure and Dynamics | 2023-10-28
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Bilimsel Yayinlar

Yayinlar tek listede, en glincel calismadan baslanarak siralanmistir. DOI baglantilar tiklanabilir bicimde verilmistir.
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Diger Bilimsel Aktiviteler
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imren BAYIL. Kimya Egitiminde Hesaplamali Yaklasimlarin ve Dijital Araclarin Etkililigi: Molekiiler Modelleme ve Simiilasyon Temelli
Bir Ogretim Uygulamasi. EDUCongress2025-International Education Congress, 2025, Antalya, Tiirkiye.

imren BAYIL, Tugba TASKIN TOK, Gizem TATAR. Detection of Endocrine Disrupting Chemicals with Three-Dimensional DNA
Aptamer-Based Biosensors. 3. International Eurasian Multidisciplinary Studies Congress, 4-7 Nisan 2019, Gaziantep Universitesi,
Tirkiye. S6zlG sunum.
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Sertifikalar ve Mesleki Egitimler

Yil Egitim / Sertifika Kurum
2020 Hesaplamali ila¢ Tasarimi Insight Bio-IT Solutions
2020 Industrial Training in Molecular Modeling and Dynamics RASA LifeScience Informatics
2020 Docking, QSAR and Molecular Dynamics Ramaiah Institute of Technology
2019 Python Egitimi Mustafa Ozgiil Yaz Okulu Kursu, Bolu
2018 Biyofizik Yaz Okulu Protein Yapisi ve Etkilesimi Bogazici Universitesi, istanbul
2018 Nanomaterial ve Tipta Kullanimlari Sanko Universitesi, Gaziantep
2016 Pedagojik Formasyon Egitimi Gaziantep Universitesi
2012 Kalite Kontrol Egitimi Kimyagerler Dernegi
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